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Protein signalling pathways identified in GBM cancer.

In case high glucose and rapamycin treatment the down-regulated genes such as Bromodomain
adjacent to zinc finger domain protein 2B 0.00729913; Protein phosphatase 1 regulatory
subunit 3A; Transcription initiation factor TFIID subunit 9 0.160413561; Rho guanine
nucleotide exchange factor 26 0.29819726; Cell division cycle 5-like protein 0.326279793,
Mitogen-activated protein kinase kinase kinase 0.357006971; Rho  GTPase-activating
protein 9 0.339595511; Epidermal growth factor receptor 0.394553708, Histone-lysine N-
methyltransferase SETD1A 0.436049294; Ribosomal protein S6 kinase alpha-3
0.491644208.The genes that are upregulated in rapamycin are Cullin-4A 2.013752683,
Microtubule-associated protein 4 2.944679677; Histone-lysine N-methyltransferase
21.54190124

In high glucose and torin treated U87MG cells histone lysine N-methyltransferase
0.016739231; LIM domain-containing protein ajuba 0.186373986. Protein kinase C-binding
protein 1 0.339595511; Microtubule-associated protein 1S 0.491644208; Guanine

nucleotide exchange factor subunit RIC1 0.477113911. Further, the genes that are upregulated
torin treated samples Rho guanine nucleotide exchange factor TIAM1 41.33; Mitogen-
activated protein kinase kinase kinase 42.247907992. Over all the score below 0.5 are down-

regulated protein expression and above 2.0 are considered as upregulated genes
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Figure 1. U87MG cells grown in high glucose and then treated with Rapamycin. The
Rapamycin treated GBM cancer cells were subjected to proteomics study. A, B, C represents
3 runs.
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